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Vertical querying
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atg gcc cga acc aag cag 
act gct cgt aag tcc acc
ggt ggg aaa gcc ccc cgc 
aaa cag ctg gcc acg aaa 
gcc gcc agg aaa agc gct

Nature 1997 Sep 
18;389(6648):251-260 

Crystal structure of the 
nucleosome core particle 
at 2.8 A resolution.

Luger K, Mader AW,
Richmond RK,  Sargent 
DF, Richmond TJ
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Nucleotide sequence

ACGATGTGTCGATGGGT
TTCTCTATATTATCCCT
GGAAGCTAGGATATAGG
CGCTGATTGAGGTGGTT
TCGGTTCATCTGCATGC
TAGCATGATATTGATCG
TGGCTTAAGGCTAGTCG

Protein sequence

MVILLVIIVLISDKRI
VTGREGSIPCMNVNER
KRKKTDEHIVLILGGP
ILLNNASVLPESDESA
SDSGPLIKRKEKRWKL
LALAMARNSPNCTGGT
PLIKRESDSEDLRRED
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Entrez: Genotype to Phenotype (1996)Entrez: Genotype to Phenotype (1996)

Genomes Structures

MVILLVILAIVLISD
VTGREGSWQIPCMNV
KRKKGREGDHIVLIL
ILLNNAWASVLPESDS
SDSGPLIILHEREKR
LALAMAREENSPNCT
PLIKRESAEDSEDLR
KRKKTDEDDHIVLIL

ACGATGTGGTCGATG
TTCTCTATTATTATC
GGAAGCTAAGGATAT
CGCTGATGTGAGGTGA
TCGGTTCTATCTGCA
TAGCATGGATATTGA
TGGCTTATAGGCTAG
CGCTGATGTGAGGTG
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• start with a syndrome search in OMIM
• identify the gene for the syndrome
• locate the gene on the genome

• other genes nearby
• information about the gene in LocusLink
• links to sequence and structure information
• view structurally similar proteins

Objectives



Autoimmune lymphoproliferative syndrome (ALPS)
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Structure of apopain (which 
has sequence similarity to 

caspase-10)

Sequence alignment of 
apopain and caspase-10



ALPS case study
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